The classification of bacteria using genomic methods or expensive Numerical taxonomic methods were applied extensively for classification and 37 identification in subsequent years (6, 18), and they were strengthened by the 38 extensive use of computers in various research fields (1, 8, 9, 14, 20 
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In this study, the Identax software was developed and evaluated by using recently the probability that an unknown isolate belongs to a given species or taxon, the 88 following formula is used:
where P(x|y) is the conditional probability of the event x assuming the occurrence 91 of the event y, P(x) is the unconditional probability of the event x and j runs on the 92 taxa. In this case, R represents a specific combination of results for all the 93 experiments on the taxon in the dataset used, and t i is a specific taxon. Apart from this simple count, the absolute value of the difference between the prior 108 probability that taxon x and taxon y will give a positive result on the test t is used as 109 a secondary sorting factor, as the software understands that, for example, 110 discrimination between a probability of 0 and a probability of 1 is better than another 
